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Mouse 1 MQPGiJJ.NLRL^ClALLQGi^GYSMTPPTLNITEDSYVIDTGDSLSIS 50 

M 51 CRGQHPLEVTIWPGAQEVLTTGGKDSEDT 100 

H 101 — SWC^ -0 

M . 1.01 ThJJwTGSYHCYYKYIKARIEGT^ 150 

H 151 KDAMWPCLVSIPGLNVTLRSQSSVLWPDGQEVVWDDRR^ 20,0 

H 201 ALYLQCETI^GDQDFLSNPFLyHITCNELTOIQLLPRKSLELLyGEKLyL 250 

M . 201 M^AUIM^ 250 
H 251 NGTVWAEFNSGVTFDWDYPGKQAERGKWPERRSQQTHTE^ 300 

„ . 251 JJWWiUWWU^^ -0 

H 301 SQHDLGSYVCKANNGIQRFRESTEVIVHENPFISVEWLKG^ 3 50 

M 3.01 iUiGpWcE^Giip F iUIWUikp F isii^GpUUUGiE 350 

H 351 LVKLPVKI^YPPPEFQ™ 

M 351 LvUpUlU^ ^00 

H 401 LWNSAAGLRRNISLELWNVPPQIHEKEASSPSIYS^ 450 

„ 4 oi ™iUUiEiWUU„ii E UUiUiUpiUU™ « 0 s 

M. 451 pqplsvqiWjrp^pcktfaqrslrrrqqrdgmpqcrdwkevttqdavn 500 

H 501 IESLDTWTEFVEGKNKTVSKLVIQNANVSAMYKCW^ 550 
■M .501 iUUs^UEG^siUi^^^GiiERiiUi 5 5 0 
' H 551 VTTIPDGFTIESKPSEELLEGQPVLLSCQADSYKYEHLR^RLNLSTLHD 600 

I I I I I I I I • I I I • I I I : I I I I I I I I • M • I I I I I I I I I I I I I I I I I enn 
M 551 VTT I PDGF S I E S E PS ED PLEGQS VRLS CRADN YT YE HLRWYRLNLS TLHD 600 

H 601 AHGNPLLLDCKNVHLFATPLAASLEEVAPGARHATLSLSIPRVAPEHEGH 650 

M 601 AQGNPLLLDCKirVHLFATPLEAN 650 
; H • 651 YVCEVQDRRSHDKHCHKKYLSVQALEAPRLTQNLTDLLVNVS^ 700 

M 651 UcEVQDRRSQDKH^ 700 



7/7 



» • • • • 

H 701 VAGAHAPSIVWYKDERLLEEKSGVDLADSNQKLSIQRVREEDAGRYLCSV 750 

Mill II 1 1 1 1 1 II MII--I hi 1 1 II I hll 1 1 II II II I Mi 1 1 1! 

M 701 VAGAHVPSIVWYKDERLLEKESGIDLADSNQRLSIQRVREEDAGRYLCSV 75 0 
H 751 CNAKGCVNSSASVAVEGSEDKGSMEIVILVGTGVIAVFFWVLLLLIFCNM 8 00 

II I Ml II I II III II 1 1 II II II M I IMIMI 1 1 II I III I IMIMI 

M 751 CNAKGCVNSSASVAVEGSEDKGSMEIVILIGTGVIAVFFVJVLLLLIFCNM 800 

H 801 RRPAHADIKTGYLSIIMDPGEVPLEEQCEYLSYDASQWEFPRERLHLGRV 850 

:| I MM I II ill I II I I II II II I II Mill III I III II II Mill. I I 
M 8 01 KRPAHADIKTGYLSIIMDPGEVPLEEQCEYLSYDASQWEFPRERLHLGRV 85 0 

H 851 LGYGAFGKWEASAFGIHKGSSCDTVAVKMLKEGATASEHRALMSELKIL 9 00 

I MM II 1 1 1 1 1 1 1 II Ml 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 II I 

M 851 LGHGAFGKWEASAFGINKGSSCDTVAVKMLKEGATASEHRALMSELKIL 9 00 
G857R 

• • • • • 

H 901 IHIGNHLNWNLLGACTKPQGPLMVIVEFCKYGNLSNFLRAKRDAFSPCA 9 50 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I II 1 1 II II II 1 1 1 1 III Ml I 

M 9 01 IHIGNHLNWNLLGACTKPNGPLMVIVEFCKYGNLSNFLRVKRDTFNPYA 9 50 

. • • • • 

H 951 EKSPEQRGRFRAMVELARLDRRRPGSSDRVLFARFSKTEGGARRASPDQE 1000 

Ml MM II Mill h Ml MM I II II II M I II I II 

M 951 EKSPEQRRRFRAMVEGAKADRRRPGSSDRALFTRFLMGKGSARRAPLVQE 1000. 

• • • • • 

H 1001 AEDLWLSPLTMEDLVCYSFQVARGMEFLASRKCIHRDLAARNILLSESDV 1050 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 1 1 1 II 1 1 1 1 1 1 1 II 1 1 II I M.I I M 

M 1001 AEDLWLSPLTMEDLVGYSFQVARGMEFLASRKCIHRDLAARNILLSESDI .1050 

R1041P~ D1049N 
L1044P 

H 1051 VKICDFGLARDIYKDPDYVRKGSARLPLKWMAPESIFDKVYTTQSDVWSF 1100. 

1 1 1 II II I 1 1 M 1 1 I M I M I II II I I II I M M II I II II M II I M M 

M 1051 VKICDFGLARDIYKDPDYVRKGSARLPLKWMAPESIFDKVYTTQSDVWSF 1100 
I1053N (Chy mouse mutation) 

H 1101 GVLLWEIFSLGASPYPGVQINEEFCQRLRDGTRMRAPELATPAIRRIMLN 1150 

M I Ml 1 1 II I Ml MM 1 1 II 1 1 1 MMI II II Ml I III Ml I II 

M 1101 GVLLWEIFSLGASPYPGVQINEEFCQRLKDGTRMRAPELATPAIRHIMQS 1150 

P1114L 

* • • • • • 

H 1151 CWSGDPKARPAFSELVEILGDLLQGRGLQEEEEVCMAPRSSQSSEEGSFS 1200 

II I II 1 1 M I M Ml I II II I M II I Mill II lllllll I 

M 1151 CWSGDPKARPAFSDLVEILGDLLQGGGWQEEEEERMALHSSQSSEEDGFM 1200 

• • • « •* 

H 1201 QVSTMALHIAQADAEDSPPSLQRHSLAARYYNWVSFPGCLARGAETRGSS 1250 

I II MM MIMMMM MIMIIII Mill MM I III 

M 12 01 QASTTALHITEADADDSPPSMHCHSLAARYYNCVSFPGRLARGTKTPGSS 1250 

H 12 51 RMKTFEEFPMTPTTYKGSVDNQTDSGMVLASEEFEQIESRHRQESGF 12 9 7 

lllllll MM IM I.MIMMMMIMIhMMM I I 
M 1251 RMKTFEELPMTPTTYKASMDNQTDSGMVLASEEFEELESRHRPEGSF 1297 
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